ABSTRACT Plasmid sequences are central to a myriad of microbial functions and processes. Here, we have compiled a database of complete plasmid sequences and associated metadata curated from both NCBI's recent genome database update, which includes plasmids as organisms, and all available annotated bacterial genomes. The resultant database contains 10,892 complete plasmid sequences and associated metadata. P lasmids are one of the key vectors of horizontal gene transfer in bacteria and archaea (1). Plasmids play a major role in bacterial genetic diversity (2), evolution (3), and adaptation (4). Conjugative exchange (i.e., the transfer of plasmids from one bacterium to another) can lead to the spread of a variety of functions, including degradation of heavy metals and anthropogenic toxic waste (5), bacteriocin and toxin production to ward off predators (6), and, alarmingly, antibiotic resistance and virulence plasmids that inhibit antibiotics and lead to novel and untreatable diseases (7). Plasmids are also extensively used as tools in genetic engineering (8).
complete, and annotated plasmid database. Metadata for this final list were compiled using the accession version number provided in the header for each plasmid sequence as described above.
Data availability. The plasmid database is available in fasta format and associated metadata are available in csv format at https://doi.org/10.15146/R33X2J.
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